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Sero-Epidemiological Results in the Human Population
Exposed to Highly Pathogenic Avian Inﬂuenza H5N1 Out-
break in a Large Poultry Farm in the East of England
B. Rodrigues1, S. Bracebridge2, M. Zambon2, N.
Verlander2, N. Coetzee2, T. Sundkvist2, K. Hoschler2,
I. Roddick2, J. Kearney2, P. Nair2,∗
1 Formerly, Health Protection Agency, London, United King-
dom
2 Health Protection Agency, London, United Kingdom
In February 2007, the presence of highly pathogenic avian
inﬂuenza H5N1 of Eurasian lineage (Clade 2.2) was conﬁrmed
in turkeys at one of 22 sheds of a large poultry farm located
in the east of England. A multi-agency Incident Manage-
ment Team assessed the risk to human health and instituted
appropriate control measures. This is a summary of results
of investigation into associations between risk-factors and
outcomes as described below.
A total of 482 individuals received chemoprophylaxis with
Oseltamivir, of which 187 (39%) consented to blood testing
for evidence of infection with H5N1 at 8—10 weeks following
exposure. A supervised questionnaire was administered at
the same time to investigate associations between exposure,
occupational and demographic variables, and outcome.
After excluding people with no exposure, 162 were avail-
able for analysis. 29 (18%) reported one or more symptoms
of inﬂuenza like illness (ILI) experienced only after expo-
sure, of whom 21 had received Oseltamivir before possible
exposure to H5N1. 157/162 (97%) reported 90—100% compli-
ance with taking prescribed Oseltamivir, while 73% reported
total compliance with personal protective equipment (PPE).
141 (87%) individuals received seasonal inﬂuenza vaccina-
tion, of whom 16 (10%) had received the vaccination prior
to the incident.
There was no evidence of sero-conversion to H5.
Multivariable logistic regression modeling failed to ﬁnd
any statistically signiﬁcant associations between above-
mentioned variables and ILI symptoms at 5% signiﬁcance
level. However, there was a suggestion that ‘workers
with no speciﬁc occupational activity’ may be at elevated
risk (OR = 3.93; 95%CI: 1.00—15.54; p = 0.059). Interestingly,
amongst others, there was no statistically signiﬁcant asso-
ciation between ‘always wear complete PPE’ nor ‘always
wear FFP2 or FFP3 respirator’ (both binary variables), and
symptom development (p = 0.95, 0.9 respectively).The public health response included the largest ever mass
provision of Oseltamivir for ‘at-risk’ individuals in the UK,
the assessment framework for which needs review.
doi:10.1016/j.ijid.2008.05.040
i
i
c
o
s
c
r
t
dl Presentations) e61
7.008
aediatric Community-Associated Methicillin-Resistant
taphylococcus aureus Infection at Chris Hani Barag-
anath Hospital, Soweto, South Africa
.J. Groome1,∗, M.J. Kohler2, W. Albrich2, M. Khoosal3,
.A. Madhi1
Respiratory and Meningeal Pathogens Research Unit, Chris
ani Baragwanath Hospital, Department of Science and
echnology/National Research Foundation: Vaccine Pre-
entable Diseases, Johannesburg, South Africa
Respiratory and Meningeal Pathogens Research Unit, Chris
ani Baragwanath Hospital, Johannesburg, South Africa
Department of Microbiology, National Health Laboratory
ervices, Chris Hani Baragwanath Hospital, Johannesburg,
outh Africa
Background: Community-acquired methicillin-resistant
taphylococcus aureus (MRSA) infection has increasingly
een reported from developed countries with little infor-
ation from developing countries, especially those with a
igh HIV prevalence.
Methods: A retrospective chart review was done on
ubjects admitted to general paediatric wards with S.
ureus identiﬁed from blood culture between January
005 and December 2006. Cases from intensive care,
ncology and burns units were excluded. Isolation of S.
ureus within 48 hours of hospital admission was deﬁned as
ommunity-associated (CA) S. aureus infection, ≥48 hours
s hospital-associated (HA).
Results: 248 S. aureus isolates were identiﬁed, of which
82 (74.0 %) fulﬁlled criteria for CA. Of CA infections, 71
39.0%) were caused by MRSA and 111 (61.0%) by MSSA,
ompared to HA infections, where 79.7% were caused by
RSA (P < 0.001). Forty-nine (70.0%) of CA-MRSA occurred in
nfants <1 year, 13 (18.6%) in children aged 1—4 years and 8
11.4%) in those ≥5 years. Seventy-seven (58.8%) of 131 chil-
ren with known HIV result were HIV-infected. CA S. aureus
solates were more likely to be MRSA in HIV-infected (49.4%)
ompared with HIV-uninfected children (29.6%; P = 0.02).
here was no difference in mortality between CA-MRSA
12.3%) and CA-MSSA isolates (12.8%; P = 0.93). However,
ortality was lower for CA-MRSA than for HA-MRSA (50.0%;
< 0.001). Clindamycin resistance was present in 75.4% of
A-MRSA (70.3% in HA-MRSA; P = 0.80), ciproﬂoxacin resis-
ance in 32.6% of CA-MRSA (48.4% in HA-MRSA; P = 0.17),
nd cotrimoxazole resistance in 96.9% of CA-MRSA (97.7%
n HA-MRSA; P = 0.80). In HIV-infected subjects, all CA-MRSA
solates were cotrimoxazole resistant.
Conclusion: Although MRSA frequently had its onset in the
ommunity, especially among HIV-infected children, antibi-
tic resistance patterns of CA-MRSA in South African children
uggest that most of these infections are probably due to
ommunity spread of hospital strains. Molecular analysis is
equired to further investigate the epidemiology of MRSA in
his community.
oi:10.1016/j.ijid.2008.05.1232
